
S1 Table. Population size and model compartments.

Name Description Value

N Population size 331 000 000

S(0) No. susceptible 330 999 925

Ek(0) No. single-infected in kth latent states (1  k  nE) 0
E⇤

k(0) No. transient multi-infections in latent states (1  k  nE) 0
Ẽk(0) No. multi-infected in kth latent states (1  k  nE) 0

Pk(0) No. single-infected in kth prodromal states (1  k  nP ) 0
P ⇤
k (0) No. transient multi-infections in prodromal states (1  k  nP ) 0

P̃k(0) No. multi-infected in prodromal states (1  k  nP ) 0

I1(0) No. single-infected in first fully contagious Erlang state 75
Ik(0) No. single-infected in kth fully contagious states (2  k  nI) 0
I⇤k(0) No. transient multi-infections in kth fully contagious states (1  k  nI) 0
Ĩk(0) No. multi-infected in full contagious states (1  k  nI ) 0

Lk(0) No. single-infected in kth late-infectious states (1  k  nL ) 0
L⇤
k(0) No. transient multi-infections in kth late-infectious states (1  k  nL) 0

L̃k(0) No. multi-infected in kth late-infectious states (1  k  nL) 0

R(0) No. recovered 0
D(0) No. dead 0

Population size, model compartments and their respective parameter choices.


